Genetic analysis of the CF locus in the British Caucasian population has been extended using six DNA probes detecting nine polymorphic loci. Data are presented on (1) diagnostic usefulness of probes, and (2) allele frequencies for each probe in this population. For the probes pXV2C and KM19 (those closest to the CF locus) allele frequencies are further subdivided into male and female derived chromosomes 7. The allele frequencies for both probes on non-CF bearing chromosomes 7, but not on CF carrying chromosomes 7, are substantially different in males and females. Combined haplotypes for pXV2C and KM19 show that, as has been observed in other northern European populations, almost 90% of CF chromosomes in this population carry the pXV2C/KM19, 1/2 (2-1 kb/6-6 kb) haplotype.
DNA typing studies using markers linked to CF have been carried out on 77 families, including three pairs of related families, from the British Caucasian population. The probes used include KM19 (PstI polymorphism'); pXV2C (TaqI polymorphism2); Met D (BanI and TaqI polymorphisms3); Met H (MspI and TaqI polymorphisms3); pJ3. 11 (MspI and TaqI polymorphisms4); and 7C22 (EcoRI polymorphism').
These probes carry error risks owing to possible recombination events of less than 1% for KM19 and pXV2C, 1-2% for pJ3.11, 1-6% for the Met probes, and 5 0% for 7C22.
The probe data and allele frequencies on all families, except those referred, in the absence of a living, affected index case, for pXV2C/KMI9 haplotyping, are shown in tables 1 and 2. Six families remain only partially informative with one parent being homozygous for all the markers available. 
